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Computer Science Dept. Mobile: (+1)-248-878-3052
Wayne State University Email: dzhu@wayne.edu
Detroit, MI 48202, USA Website: https://dongxiaozhu.github.io/

PERSONAL STATEMENT

Dongxiao Zhu’s recent research interests are in Trustworthy AI with applications in health, urban, and
social computing with emphasis on adversarial robustness, explainability, safety, security, and ethics.
Dr. Zhu receives his PhD degree from University of Michigan, Ann Arbor, in 2006. Currently he is
the Founding Director of Wayne AI Research Initiative, Inaugural Co-Director of the Institute
for AI and Data Science, and Director of Trustworthy AI Lab at Wayne State University. Previously
he was the Founder and Inaugural Program Director of Master Program in AI, and Director of
Graduate Program in Computer Science at Wayne State University. He has published over 100 peer-
reviewed publications and served on program committees (Area Chair, Senior PC or PC) of flagship AI
conferences (NuerIPS, ICML, ICLR, AAAI, IJCAI, ACL, EMNLP, CVPR, ECCV, AMIA, MICCAI)
and of premier biomedical informatics journals (Bioinformatics, Nucleic Acids Research, Journal of
Computational Biology, Medical Physics, Journal of Medical Internet Research, BMC Genomics, and
Frontiers in Genetics). Alongside foundational AI research, Dr. Zhu also pursues use-inspired AI
research in life, physical and social science domains. He is passionate about leveraging AI for science
and social good. And his recent work in developing robust, fair and explainable AI algorithms and
systems to ameliorate spatiotemporal mismatch between housing and employment, future of work, and
reducing health disparities have been featured in Detroit PBS, WJR radio and Hour Detroit Magazine,
just to name a few, manifesting his continuous efforts in achieving the sustainable development goals such
as zero hunger, better cyber-social behaviors, good health and well-being, and reduced inequalities in
socially vulnerable regions/groups. Dr. Zhu is also deeply engaged in AI education. As the program’s
Founder and Inaugural Director, he led the efforts to launch Wayne State’s M.S. in AI (Algorithm
& Software track), regularly teaches foundational AI courses, and actively leads initiatives to increase
AI literacy among faculty and students, ensuring that the benefits of AI scholarship and practice
extend across disciplines.

PRIMARY RESEARCH AREAS

Foundational Trustworthy AI: Adversarial Robustness, Explainability, Interpretability, Safety, Se-
curity, and Ethics of Large Language Model (LLM) and Large Vision-Language Model (LVLM)
Use-Inspired AI and Data Science: Social Media Content, Legal Profession, Electrical Health
Record (EHR), Medical Imaging (CXR/CT/MRI/PET), Geospatial, and Genome/Transcriptome Se-
quencing data

EMPLOYMENTS

Full/Associate/Assistant Professor of Computer Science, Wayne State University 2011 – Present
Assistant Professor of Computer Science, University of New Orleans Jan 2008 – August 2011
Biostatistician, Stowers Institute for Medical Research, Kansas City, MO June 2006 – December 2007

SELECTED LEADERSHIP ROLES AND SERVICE

• Inaugural Co-Director Institute for AI and Data Science, Wayne State University, 2025-Present

• Founding Director Wayne AI Research Initiative, Wayne State University, 2021-Present
• Founder and Inaugural Program Director: Algorithm and Software track Master Pro-

gram in AI , Wayne State University, 2022-2024
• Program Director Computer Science Graduate Program, 2018-2020, 2022-2024, WSU
• Chair, Computer Science Faculty Search Committee, 2021-2022, 2023-2024, WSU
• College of Engineering Representative, University Faculty Senate, WSU, 2023-Present
• Computer Science Representative, College of Engineering Faculty Assembly Executive

Committee, WSU, 2025-Present
• Top-Tier AI Conferences AC/SPC/PC

NuerIPS/ICML/ICLR/CVPR/ECCV/AAAI/IJCAI/ACL/EMNLP/MICCAI/AMIA

https://dongxiaozhu.github.io/
https://dongxiaozhu.github.io/
http://ai.wayne.edu/
https://sites.google.com/view/mlpa/mainpage
https://www.detroitpbs.org/news-media/one-detroit/wayne-state-universitys-ai-for-mobility-project-seeks-to-improve-detroits-public-transit-system/
https://thegreatvoice.com/Episode/first-lady-announces-the-presidential-ai-challenge/41904
https://www.hourdetroit.com/health/how-artificial-intelligence-is-changing-the-future-of-medicine/
https://today.wayne.edu/news/2025/10/27/wayne-state-announces-creation-of-the-institute-for-ai-and-data-science-67514
http://ai.wayne.edu/
https://engineering.wayne.edu/cs/
https://engineering.wayne.edu/cs/
https://engineering.wayne.edu/cs/
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NSF/NIH RESEARCH AWARDS. TOTAL ∼12 MILLION, AS PI ∼6 MILLION.

NSF/IIS 2504264, “Collaborative Research: III: Medium: Advancing Large Language Model Unlearn-
ing: Foundations and Applications", Total: $800,000, 2025 – 2029, Role: PI, 33%.

NIH/R61/R331EY037504, “VisionWay: Accessibility-aware Path Selection for Wayfinding, Total:
$2,700,000, 2025 – 2030, Role: MPI, 25%.

HRSA/5U1QHP53070, “A.G.R.E.E.D. (Applied Gerontology Research and Education to Eliminate
Disparities)-GWEP, Total: $3,000,000, 2024 – 2029, Role: Co-I, 10%.

NIH/R33HD105610 “Severity Predictors Integrating salivary Transcriptomics and proteomics with
Multi neural network Intelligence in SARS-CoV2 infection in Children (SPITS MISC)", Total Amount:
$1,449,684, 2023 – 2025, Role: MPI, 33%.

NSF/ITE 2235225, “NSF Convergence Accelerator Track H: Leveraging Human-Centered AI Mi-
crotransit to Ameliorate Spatiotemporal Mismatch between Housing and Employment for Persons with
Disabilities. Total amount: $613,621, 2022-2024, Role: PI, 25%.

NSF/IIS 2211897, “Collaborative Research: HCC: Small: Understanding Online-to-Offline Sexual
Violence through Data Donation from Users", Total Amount: $600,000, 2022 – 2026, Role: PI, 33%.

NIH/R61HD105610, “Severity Predictors Integrating salivary Transcriptomics and proteomics with
Multi neural network Intelligence in SARS-CoV2 infection in Children (SPITS MISC)", Total Amount:
$1,433,469, 2021 – 2023, Role: MPI, 33%.

NSF/CNS 2043611, “SCC-CIVIC-PG Track A: Leveraging AI-assist Microtransit to Ameliorate Spa-
tiotemporal Mismatch between Housing and Employment.", Total Amount: $49,898, 2021, Role: PI,
25%.

NSF/CNS 1724227, “S&AS: INT: Autonomous Battery Operating System (ABOS): An Adaptive and
Comprehensive Approach to Efficient, Safe, and Secure Battery System Management.", Total Amount:
$1,249,998, 2017-2021, Role: Senior Personnel, 10%.

NSF/CNS 1637312, “S&CC: Promoting a Healthier Urban Community: Prioritization of Risk Factors
for the Prevention and Treatment of Pediatric Obesity.", Total Amount: $199,996, 2016-2018, Role:
co-PI, 33%.

NSF/CCF 1451316, “EAGER: A novel algorithmic framework for discovering subnetworks from big
biological data.", Total Amount: $179,989, 2014-2016, Role PI, 100%.

NIH/R21LM010137, “A new informatics paradigm for reconstructing signaling pathways in human
disease.", Total Amount: $440,989, 2009-2011, Role: PI, 100%.

NSF/CCF 0939108, “CPATH: A verification based learning model that enriches CS and related un-
dergraduate programs.", Total Amount: $300,000, 2009-2012, Role: co-PI, 25%.

EDUCATION

Ph.D. in Bioinformatics, University of Michigan, Ann Arbor 2006
M.A. in Statistics, University of Michigan, Ann Arbor 2005
M.A. in Math concentration on Computer Science, Eastern Michigan University, Ypsilanti 2002
M.S. in Microbiology, Peking University, Beijing, China 1999
B.S. in Microbiology, Shandong University, Jinan, China 1996

SELECTED PUBLICATIONS

Full publications can be found at Google Scholar

† my PhD students as the first author.

Foundational AI Research

https://www.nsf.gov/awardsearch/show-award/?AWD_ID=2504264
https://www.nsf.gov/awardsearch/show-award/?AWD_ID=2504264
https://reporter.nih.gov/search/36NiNjad1UOcKxBGGwj_zg/projects
https://reporter.nih.gov/search/36NiNjad1UOcKxBGGwj_zg/projects
https://reporter.nih.gov/search/36NiNjad1UOcKxBGGwj_zg/projects
https://reporter.nih.gov/search/36NiNjad1UOcKxBGGwj_zg/projects
https://reporter.nih.gov/search/36NiNjad1UOcKxBGGwj_zg/projects
https://www.nsf.gov/awardsearch/showAward?AWD_ID=2235225&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=2235225&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=2235225&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=2211897&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=2211897&HistoricalAwards=false
https://reporter.nih.gov/search/36NiNjad1UOcKxBGGwj_zg/projects
https://reporter.nih.gov/search/36NiNjad1UOcKxBGGwj_zg/projects
https://www.nsf.gov/awardsearch/showAward?AWD_ID=2043611&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=2043611&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=1724227&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=1724227&HistoricalAwards=false
https://www.nsf.gov/awardsearch/showAward?AWD_ID=1637312
https://www.nsf.gov/awardsearch/showAward?AWD_ID=1637312
https://www.nsf.gov/awardsearch/showAward?AWD_ID=1451316&ActiveAwards=true&ExpiredAwards=true
https://www.nsf.gov/awardsearch/showAward?AWD_ID=1451316&ActiveAwards=true&ExpiredAwards=true
https://reporter.nih.gov/project-details/8386753
https://reporter.nih.gov/project-details/8386753
https://www.nsf.gov/awardsearch/showAward?AWD_ID=0939108
https://www.nsf.gov/awardsearch/showAward?AWD_ID=0939108
https://scholar.google.com/citations?hl=en&user=L0CbApYAAAAJ&view_op=list_works&sortby=pubdate
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[1] S. Z. Zade†, X. Zhou†, S. Liu, and D. Zhu, “Attention Smoothing Is All You Need For Unlearning,”
Under Review.

[2] R. I. Sultan†, H. Zhu, C. Li, and D. Zhu, “BiPVL-Seg: Bidirectional Progressive Vision-
Language Fusion with Global-Local Alignment for Medical Image Segmentation,” arXiv preprint
arXiv:2503.23534, 2025.

[3] Y. Qiang†, X. Zhou, D. Zhu, “Learning to Poison Large Language Models During Instruction
Tuning.". Preprint.

[4] Y. Qiang†, X. Zhou, D. Zhu, “Hijacking Large Language Models via Adversarial In-Context
Learning.". Preprint.

[5] P, Khanduri, C, Li, R, Sultan, Y, Qiang, J, Kliewer, D. Zhu, “FedDRO: Federated Composi-
tional Optimization for Distributionally Robust Learning.". Preprint.

[6] X. Zhou†, Y. Qiang, S. Z. Zade, D. Zytko, P. Khanduri, and D. Zhu, Not All Tokens Are Meant
to Be Forgotten,” AAAI-26.

[7] S. Z. Zade†, Y. Qiang, X. Zhou, H. Zhu, M. A. Roshani, P. Khanduri, and D. Zhu, Automatic
Calibration for Membership Inference Attack on Large Language Models,” ECAI-25.

[8] R. Sultan†, C. Li, H. Zhu, P. Khanduri, M. Brocanelli, and D. Zhu, GeoSAM: Fine-tuning SAM
with Multi-Modal Prompts for Mobility Infrastructure Segmentation,” ECAI-25.

[9] E. Walquist, I. Datey, W. Zheng, X. Zhou, K. Berishaj, M. McDonald, M. Parkhill, D. Zhu,
and D. Zytko, Collective Consent: Who Needs to Consent to the Donation of Data Representing
Multiple People?,” CSCW-25.

[10] C. Li†, H. Zhu, R. I. Sultan, P. Khanduri, Y. Qiang, I. Chetty, K. Thind, and D. Zhu, MulModSeg:
Enhancing Unpaired Multi-Modal Medical Image Segmentation with Modality-Conditioned Text
Embedding and Alternating Training,” WACV-25.

[11] C. Li†, P. Khanduri, Y. Qiang, R. Sultan, I. Chetty, and D. Zhu, AutoProSAM: Automated
Prompting SAM for 3D Multi-Organ Segmentation,” WACV-25.

[12] Y. Qiang†, C. Li, P. Khanduri, and D. Zhu, “Fairness-aware Vision Transformer via Debiased
Self-Attention." ECCV-24.

[13] M. Zamiri, Y. Qiang†, F. Nikolaev, D. Zhu, and A. Kotov, “Benchmark and Neural Architecture
for Conversational Entity Retrieval from a Knowledge Graph,” TheWebConf-24.

[14] W. Zhang, E. Walquist, I. Datey, X. Zhou, K, Berishaj, M, MacDonald, M, Parkhill,
D. Zhu, D, Zytko, “Traumatic Data: Applying Trauma-Informed Design to Data Donation of
Sexual Violence Experiences to Improve Sexual Risk Detection AI." CHI-24.

[15] Y. Qiang†, C. Li, P. Khanduri, D. Zhu, “Interpretability-Aware Vision Transformer.". IJCNN-24.

[16] Z. Zhu, H. Chen, J. Zhang, X. Wang, Z, Jin, M, Xue, D. Zhu, R, Cho, “MFABA: A
More Faithful and Accelerated Boundary-based Attribution Method for Deep Neural Networks."
AAAI-24.

[17] C. Li†, R. Sultan, Y. Qiang, and D. Zhu, “FocalUNETR: A Focal Transformer for Boundary-
aware Segmentation of CT Images." MICCAI-23.

[18] X. Li†, D. Pan, C. Li, Y. Qiang, and D. Zhu, “Negative Flux Aggregation to Estimate Feature
Attributions." IJCAI-23.

[19] X. Li†, X. Li, D. Pan, Y. Qiang, and D. Zhu, “Learning Compact Features via In-Training
Representation Alignment." AAAI-23.

[20] Y. Qiang†, D, Pan, C. Li, X. Li, R. Jang, and D. Zhu, “AttCAT: Explaining Transformers via
Attentive Class Activation Tokens." NuerIPS-22.

https://openreview.net/pdf?id=sX9HbELwLO
https://arxiv.org/abs/2503.23534
https://arxiv.org/abs/2503.23534
https://arxiv.org/abs/2402.13459
https://arxiv.org/abs/2402.13459
https://arxiv.org/pdf/2311.09948.pdf
https://arxiv.org/pdf/2311.09948.pdf
https://arxiv.org/pdf/2311.12652.pdf
https://arxiv.org/pdf/2311.12652.pdf
https://arxiv.org/abs/2506.03142
https://arxiv.org/abs/2506.03142
https://arxiv.org/abs/2505.03392
https://arxiv.org/abs/2505.03392
https://arxiv.org/abs/2311.11319
https://arxiv.org/abs/2311.11319
https://deepblue.lib.umich.edu/bitstream/handle/2027.42/196706/WALQUIST_CSCW_2025_preprint.pdf?sequence=1&isAllowed=y
https://deepblue.lib.umich.edu/bitstream/handle/2027.42/196706/WALQUIST_CSCW_2025_preprint.pdf?sequence=1&isAllowed=y
https://openaccess.thecvf.com/content/WACV2025/papers/Li_MulModSeg_Enhancing_Unpaired_Multi-Modal_Medical_Image_Segmentation_with_Modality-Conditioned_Text_WACV_2025_paper.pdf
https://openaccess.thecvf.com/content/WACV2025/papers/Li_MulModSeg_Enhancing_Unpaired_Multi-Modal_Medical_Image_Segmentation_with_Modality-Conditioned_Text_WACV_2025_paper.pdf
https://openaccess.thecvf.com/content/WACV2025/papers/Li_MulModSeg_Enhancing_Unpaired_Multi-Modal_Medical_Image_Segmentation_with_Modality-Conditioned_Text_WACV_2025_paper.pdf
https://openaccess.thecvf.com/content/WACV2025/papers/Li_AutoProSAM_Automated_Prompting_SAM_for_3D_Multi-Organ_Segmentation_WACV_2025_paper.pdf
https://openaccess.thecvf.com/content/WACV2025/papers/Li_AutoProSAM_Automated_Prompting_SAM_for_3D_Multi-Organ_Segmentation_WACV_2025_paper.pdf
https://www.ecva.net/papers/eccv_2024/papers_ECCV/papers/05464.pdf
https://www.ecva.net/papers/eccv_2024/papers_ECCV/papers/05464.pdf
https://doi.org/10.1145/3589334.3645676
https://doi.org/10.1145/3589334.3645676
https://arxiv.org/pdf/2312.13630.pdf
https://arxiv.org/pdf/2312.13630.pdf
https://arxiv.org/pdf/2309.08035.pdf
https://arxiv.org/pdf/2312.13630.pdf
https://arxiv.org/pdf/2312.13630.pdf
https://arxiv.org/pdf/2210.03189.pdf
https://arxiv.org/pdf/2210.03189.pdf
https://arxiv.org/pdf/2301.06989.pdf
https://arxiv.org/pdf/2301.06989.pdf
https://arxiv.org/abs/2211.13332
https://arxiv.org/abs/2211.13332
https://openreview.net/pdf?id=cA8Zor8wFr5
https://openreview.net/pdf?id=cA8Zor8wFr5
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[21] Y. Qiang†, C. Li, M. Brocanelli, and D. Zhu, “Counterfactual Interpolation Augmentation
(CIA): A Unified Approach to Enhance Fairness and Explainability of DNN." IJCAI-22.

[22] Y. Qiang†, TS. Supriya, Kumar, M. Brocanelli, and D. Zhu, “Tiny RNN Model with Certified
Robustness for Text Classification." IJCNN-22 (oral presentation).

[23] C. Li†, Zheng, Dong, N. Fisher, and D. Zhu, “Coupling User Preference with External Rewards
to Enable Driver-centered and Resource-aware EV Charging Recommendation." ECML-22.

[24] D. Pan†, X. Li, and D. Zhu, “Explaining deep neural network models with adversarial gradient
integration." IJCAI-21.

[25] X. Li†, X. Li, D. Pan, and D. Zhu, “Improving adversarial robustness via probabilistically compact
loss with logit constraints." AAAI-21.

[26] L. Wang† and D. Zhu, “Tackling ordinal regression problem for heterogeneous data: sparse and
deep multi-task learning approaches. Data Mining and Knowledge Discovery." pp. 1–28, 2021.

[27] D. Pan†, X. Li, X. Li, and D. Zhu, “Explainable recommendation via interpretable feature map-
ping and evaluation of explainability." IJCAI-20.

[28] X. Li†, X. Li, D. Pan, and D. Zhu, “On the learning property of logistic and softmax losses for
deep neural networks." AAAI-20.

[29] Y. Qiang†, X. Li, and D. Zhu, “Toward tag-free aspect based sentiment analysis: A multiple
attention network approach." IJCNN-20.

[30] L. Wang†, Y. Li, J. Zhou, D. Zhu, and J. Ye, “Multi-task survival analysis." ICDM-17.

[31] X. Li† and D. Zhu, “Robust feature selection via l2, 1-norm in finite mixture of regression."
Pattern Recognition Letters, vol. 108, pp. 15–22, 2018.

[32] X. Li†, D. Zhu, and M. Dong, “Multinomial classification with class-conditional overlapping
sparse feature groups." Pattern Recognition Letters, vol. 101, pp. 37–43, 2018.

[33] L. Wang†, D. Zhu, and M. Dong, “Clustering over-dispersed data with mixed feature types."
Statistical Analysis and Data Mining: The ASA Data Science Journal, vol. 11, no. 2, pp. 55–65,
2018.

Use-Inspired AI Research

[33] C. Li†, R. I. Sultan, H. BagherEbadian, Y. Qiang, K. Thind, D. Zhu, and I. J. Chetty, Enhanc-
ing CT Image Segmentation Accuracy through Ensemble Loss Function Optimization,” Medical
Physics, 2025.

[34] K. Hilai, D. Grubich, M. Akrawi, H. Zhu, R. Zaghloul, C. Shi, M. Do, D. Zhu, and J. Zhang,
Mechanical Evolution of Metastatic Cancer Cells in 3D Microenvironment,” Small, 2025.

[35] M. A. Roshani†, X. Zhou, Y. Qiang, S. Suresh, S. Hicks, U. Sethuraman, and D. Zhu, Generative
Large Language Model—Powered Conversational AI App for Personalized Risk Assessment: Case
Study in COVID-19,” JMIR AI, 2025.

[36] M. Peivandi, J. Zhang, M. Lu, C. Li, D. Zhu, and Z. Kou, Evaluation of the Segment Anything
Model (SAM) for Brain Tumor Segmentation,” in IEEE International Symposium on Biomedical
Imaging (ISBI) 2024, IEEE Computer Society, 2024, pp. 1–4.

[37] R. Manwar†, X. Li, K, Kratkiewicz, D. Zhu, and K, Avanaki, “Adaptive coherent weighted
averaging algorithm for enhancement of photoacoustic tomography images of brain,” Journal of
Biophotonics, 2023.

[38] C. Li†, Bagher, HE, Sultan, RI, Elshaikh, M, Movsas, B, D. Zhu, and I, Chetty, “A new archi-
tecture combining convolutional and transformer-based networks for automatic 3D multi-organ
segmentation on CT images,” Medical Physics, 2023.

https://www.ijcai.org/proceedings/2022/0103.pdf
https://www.ijcai.org/proceedings/2022/0103.pdf
https://dongxiaozhu.github.io/assets/files/IJCNN2022Tiny.pdf
https://dongxiaozhu.github.io/assets/files/IJCNN2022Tiny.pdf
https://dongxiaozhu.github.io/assets/files/RACev.pdf
https://dongxiaozhu.github.io/assets/files/RACev.pdf
https://www.ijcai.org/proceedings/2021/0396.pdf
https://www.ijcai.org/proceedings/2021/0396.pdf
https://ojs.aaai.org/index.php/AAAI/article/view/17030
https://ojs.aaai.org/index.php/AAAI/article/view/17030
https://link.springer.com/article/10.1007/s10618-021-00746-8
https://link.springer.com/article/10.1007/s10618-021-00746-8
https://www.ijcai.org/proceedings/2020/0373.pdf
https://www.ijcai.org/proceedings/2020/0373.pdf
https://ojs.aaai.org/index.php/AAAI/article/view/5907
https://ojs.aaai.org/index.php/AAAI/article/view/5907
https://ieeexplore.ieee.org/document/9207426
https://ieeexplore.ieee.org/document/9207426
https://ieeexplore.ieee.org/document/8215521
https://www.sciencedirect.com/science/article/pii/S0167865518300643
https://www.sciencedirect.com/science/article/abs/pii/S0167865517304087
https://www.sciencedirect.com/science/article/abs/pii/S0167865517304087
https://onlinelibrary.wiley.com/doi/abs/10.1002/sam.11369
https://pubmed.ncbi.nlm.nih.gov/40275531/
https://pubmed.ncbi.nlm.nih.gov/40275531/
https://pubmed.ncbi.nlm.nih.gov/39005477/
https://doi.org/10.2196/67363
https://doi.org/10.2196/67363
https://doi.org/10.2196/67363
https://doi.org/10.1109/ISBI56570.2024.10635848
https://doi.org/10.1109/ISBI56570.2024.10635848
https://onlinelibrary.wiley.com/doi/full/10.1002/jbio.202300103
https://onlinelibrary.wiley.com/doi/full/10.1002/jbio.202300103
https://aapm.onlinelibrary.wiley.com/doi/abs/10.1002/mp.16750
https://aapm.onlinelibrary.wiley.com/doi/abs/10.1002/mp.16750
https://aapm.onlinelibrary.wiley.com/doi/abs/10.1002/mp.16750
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[39] W. Zheng, E. Walquist, I. Datey, X. Zhou, K. Berishaj, M. McDonald, M. Parkhill, D. Zhu, and
D. Zytko, Towards Trauma-Informed Data Donation of Sexual Experience in Online Dating to
Improve Sexual Risk Detection AI,” in Adjunct Proceedings of the 36th Annual ACM Symposium
on User Interface Software and Technology (UIST ’23), ACM, 2023, Article 39:1–39:3.

[40] R. Kabir†, Remias, S, Wadell, J, and D. Zhu “Time-Series fuel consumption prediction assessing
delay impacts on energy using vehicular trajectory,” Transportation Research, 117, 103678, 2022.

[41] X. Li†, Bagher, HE, Kim, J, D. Zhu, and I, Chetty, “An uncertainty-aware deep learning architec-
ture with outlier mitigation for prostate gland segmentation in radiotherapy treatment planning,”
Medical Physics, 50(1), 311-322, 2022.

[42] X. Li†, J. Hect, M. Thomason, and D. Zhu, “Interpreting age effects of human fetal brain from
spontaneous fmri using deep 3d convolutional neural networks.’ in 2020 IEEE 17th International
Symposium on Biomedical Imaging (ISBI). IEEE, 2020, pp. 1424–1427.

[43] X. Li†, D. Zhu, and P. D. Levy, “Predicting clinical outcomes with patient stratification via deep
mixture neural networks.” AMIA Summits on Translational Science Proceedings, vol. 2020, p. 367,
2020.

[44] X. Li†, J. Hect, M. Thomason, and D. Zhu, “Interpreting age effects of human fetal brain from
spontaneous fmri using deep 3d convolutional neural networks.’ in 2020 IEEE 17th International
Symposium on Biomedical Imaging (ISBI). IEEE, 2020, pp. 1424–1427.

[45] X. Li†, R. Cao, and D. Zhu, “Vispi: Automatic visual perception and interpretation of chest x-
rays." in International Conference on Medical Imaging with Deep Learning: MIDL 2020. IEEE,
2020.

[46] X. Li†, C. Li, and D. Zhu, “Covid-mobilexpert: On-device covid-19 patient triage and follow-up
using chest x-rays." in 2020 IEEE International Conference on Bioinformatics and Biomedicine
(BIBM). IEEE, 2020, pp. 1063–1067.

[47] X. Li†, D. Pan†, and D. Zhu, “Defending against adversarial attacks on medical imaging ai system,
classification or detection?" in 2021 IEEE 18th International Symposium on Biomedical Imaging
(ISBI). IEEE, 2021.

[48] X. Li† and D. Zhu, “Robust detection of adversarial attacks on medical images." in 2020 IEEE
17th International Symposium on Biomedical Imaging (ISBI). IEEE, 2020, pp. 1154–1158.

[49] M. Z. Nezhad†, N. Sadati, K. Yang, and D. Zhu, “A deep active survival analysis approach
for precision treatment recommendations: Application of prostate cancer." Expert Systems with
Applications, vol. 115, pp. 16–26, 2019.

[50] L. Wang†, M. Dong, E. Towner, and D. Zhu, “Prioritization of multi-level risk factors for obesity."
in 2019 IEEE International Conference on Bioinformatics and Biomedicine (BIBM). IEEE, 2019.

[51] X. Li†, D. Zhu, and P. D. Levy, “Leveraging auxiliary measures: a deep multi-task neural net-
work for predictive modeling in clinical research." BMC medical informatics and decision making,
vol. 18, no. 4, p. 126, 2018.
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PRESS COVERAGE

• Detroit PBS: AI for Mobility Project Seeks to Improve Detroit’s Public Transit System. March
2024

• Hour Detroit: How AI Changes the Future of Medicine? October 2022
• Scientific American: AI assisted diagnosis February 2019
• DBusiness: AI to Bring Micro-transit to Hourly Workers February 2021
• EurekAlert: AI to Aid Early Detection of SARS-CoV2 in Children February 2021

TEACHING EXPERIENCE

• CSC 5991 Trustworthy AI for LLMs and VLMs, Wayne State University, Winter 2026
• CSC 5825 Introduction to Machine learning and Applications, Wayne State University, Winter

2017, Fall 2017/2018/2019/2020/2021/2022/2023/2024
• CSC 7825 Machine learning, Wayne State University, Winter 2019/2020/2021/2022
• CSC 8800 Seminars in Machine learning and AI, Wayne State University, Winter 2021/2022/2023
• CSC 8860 Seminars in Computer Vision and Pattern Recognition, Fall 2017
• CSC 8890 Graduate Seminars in Computer Science, Fall 2025
• CSC 6580 Design and Analysis of Algorithms. Winter 2015/2016/2017
• CSC 2110 Computer Science I. Winter 2012/2013/2014

RECENT INVITED TALKS

• “Enhancing Algorithmic Fairness in Deep Learning: Discovering and Mitigating Spurious Feature”,
Invited Talk at University of Alabama at Birmingham, School of Medicine, Oct 2024.

• “Leveraging NAIRR for Enhancing Trustworthy AI”, Invited Talk at National AI Research Resource
(NAIRR) @ National Science Foundation, May 2024.

• “Towards Trustworthy AGI in the Era of Foundation Models – Opportunities, Risks, and Vision”
Invited Talk at National Science Foundation, Dec 2023.

• “Enhancing Algorithmic Fairness in Deep Learning” Invited Talk at Department of Computer
Science and Engineering of University at Buffalo, 2023

• “Advancing algorithm fairness: detecting and fixing spurious patterns”. Invited Talk at Statistics
and Probability Department of Michigan State University, Jan 2023.

• “Empowering Explainable Machine Learning through the Lens of Adversarial Robustness and Fair-
ness”. Invited Talk at Computer Science and Engineering Department of Michigan State Uni-
versity, Nov 2022.

HONORS AND RECOGNITION

• Excellence in Research Award, College of Engineering, Wayne State University, 2022
• Excellence in Teaching Award, College of Engineering, Wayne State University, 2016
• Top Cited Article 2020-2021, Journal of Biophotonics, Wiley, for the article “Deep learning

protocol for improved photoacoustic brain imaging"
• Best Student Paper Award, AMIA-2020 Clinical Informatics Summit (first authored by my

PhD student)
• Best Paper Award top 3 finalist, ICMLA-2017
• Best Poster Award top 3 finalist, ICMLA-2017
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https://www.hourdetroit.com/health/how-artificial-intelligence-is-changing-the-future-of-medicine/
https://www.scientificamerican.com/article/a-machine-gets-high-marks-for-diagnosing-sick-children/
https://www.dbusiness.com/tech-mobility-news/wayne-state-researchers-use-ai-to-bring-micro-transit-to-hourly-workers/
https://www.eurekalert.org/pub_releases/2021-02/wsu--wsr020321.php

